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Applicability of RIDA®QUICK Verotoxin/O157 Combi kit for detection of 
Shiga toxin producing Escherichia coli O157:H7 in raw milk

Abstract

Many methods have been developed for the rapid and sensitive detection of Escherichia coli 
O157:H7 in milk and other foodstuffs. This study was designed to evaluate the application of 
RIDA®QUICK Verotoxin/O157 Combi kit, an immuno-chromatographic detection method, for 
the detection of this pathogen in raw milk. RIDA®QUICK kit showed appreciable results in 
detecting Escherichia coli O157:H7 in raw milk, as it was able to detect as low as 100 CFU/
ml of raw milk, and as low as 10 CFU/ml of sterilized milk. Raw milk’s microflora negatively 
affected the detection sensitivity, which could be overcome through a prior antibiotics’ 
enrichment step. Comparable results between this new method and a reference detection 
method were also obtained. Obtained data suggests the applicability of RIDA®QUICK kit in 
detection of Escherichia coli O157:H7 in raw milk.

Introduction

Haemorrhagic colitis (HC) and haemolytic 
uraemic syndrome (HUS) are two serious human life-
threatening diseases caused by the release of potent 
shiga toxins (ST1 and ST2). These toxins are produced 
from certain Escherichia coli (E. coli) strains that are 
named accordingly as shiga toxin producing E. coli 
(STEC), or according to the disorders, which they 
cause as enterohemoarrahgic E. coli (EHEC) (Nataro 
and Kaper 1998). Recent classification of STEC has 
led to more than 500 serotypes (Johnson et al., 2006; 
Mathusa et al., 2010), although few serotypes were 
associated with HC and HUS (Jayarao et al., 2006).

STEC usually find their way into foods of animal 
origin, especially raw milk (Erickson and Doyle 2007; 
Martin and Beutin, 2011) or other foods which may 
come into contact with sewage and manure (Caprioli 
et al., 2005; Fremaux et al., 2008). Many foods have 
been associated with many STEC outbreaks, as raw 
milk (Paton and Paton, 1998; Denny et al., 2008), 
soft cheeses (Espie et al., 2006), dairy products (Rey 
et al., 2006) and meat and meat products (Cieslak et 
al., 1997; Vogt and Dippold, 2005).

Over the last several years, detection methods 
of STEC in foods have been significantly developed 
from culture-based methods into DNA-based and 
immune assays (Derzelle et al., 2011), with each 
method having its strengths and weaknesses. While 
culture-based methods were considered as the 
standard of detecting STEC, they are laborious and 

time consuming. A major drawback of the culture-
based methods is their inability to detect injured or 
viable but non-culturable cells (VBNC) (Liu et al., 
2008). Contrarily, DNA-based methods offer rapid 
and accurate alternatives (Nielsen and Andersen, 
2003; Oses et al., 2010). However, many shortcomings 
have been associated with these methods as they 
require initial DNA extraction from food matrices 
which may have inhibitory effects on PCR (Demeke 
and Jenkins, 2010). In addition, DNA based methods 
demand for specific laboratory equipment, may 
constitute a financial burden especially in developing 
countries.

Very recently, immuno-chromatographical 
method, RIDA®QUICK Verotoxin/O157 Combi 
(RQV) kit was developed for the detection of 
potentially zoonotic STEC organisms in feces. This 
method has many advantages as the simultaneous 
detection of the O157 antigen and shiga toxins, which 
may offer the instant differentiation between the most 
frequent E. coli O157:H7 and other non O157 STEC 
(Burgos and Beutin, 2012). This study was carried out 
to explore the suitability (specificity and sensitivity) 
of RQV kit in detecting E. coli O157:H7 in naturally 
and artificially contaminated milk samples.

Materials and Methods

Samples
For the artificial inoculation study, two types 

of cow’s milk were used; raw and pre-sterilized 
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(Ultra High temperature sterilized milk). An initial 
microbiological testing was performed on raw milk 
to determine total mesophilic aerobic count (Freitas et 
al., 2009). Raw milk was tested to ensure its freedom 
from contaminating E. coli O157:H7 using previously 
described method (Solomakos et al., 2009). Briefly, 
each sample was initially enriched for 4 h with 
trypticase soy broth (TSB, Becton Dickinson BD, 
Sparks, MD) supplemented with VCC supplement 
(cefixime, 0.05 mg/L; cefsulodin, 10 mg/L and 
vancomycin, 8 mg/L) (Sigma Aldrich, Germany) at 
37°C followed by another enrichment with modified 
trypticase soy broth, and then plating onto sorbitol 
MacConkey agar (SMAC, BD) supplemented with 
0.05 mg/L cefixime (Sigma Aldrich) and 2.5 mg/L 
potassium tellurite (Sigma Aldrich). Any raw milk 
sample was found positive for the presence of E. 
coli O157:H7 (indol positive colorless colony and 
serologically confirmed using E. coli O157:H7 latex 
test, Oxoid, Hampshire, UK) was excluded from the 
study. The pre-sterilized milk samples were collected 
and microbiologically checked for sterility. A total 
of 60 naturally contaminated raw milk samples (10 
mL, each) were aseptically collected from collection 
centers and villagers’ homes (all samples were freshly 
hand milked and stored in small sized tanks or cans at 
refrigeration temperature) and transferred into sterile 
sampling tubes. All samples were kept at 4ºC until 
further analysis.

Sample spiking and preparation
As  reference strains, E. coli O157:H7 ATCC 

43894 (positive for Stx1 and Stx2) and a local 
isolate of E. coli O157:H7 (isolated from raw milk 
and previously molecularly confirmed for the 
presence of eaeA and Stx1 genes) were used for the 
artificial inoculation study. In order to determine 
the inoculated count, E. coli O157:H7 was initially 
cultivated on Luria Bertani Broth (LB, BD) at 37°C 
for 18 h. Decimal dilutions were then prepared from 
the overnight culture and optical densities (OD600) 
and counting of E. coli O157:H7 were determined for 
each dilution to obtain standard growth curve. Four 
inoculation ratios were used in this study; ≤10, 10- ≤ 
102, 102 - ≤103 and 103 - ≤104 CFU/mL. Following 
spiking, each sample of raw and pre-sterilized milk 
was divided into two parts; one to be enriched using 
TSB supplemented with cefixime (0.05 mg/L), 
cefsulodin (10 mg/L) and vancomycin (8 mg/L) for 4 
h at 37°C (selective antibiotics’ enrichment), and the 
other one to be tested directly without this enrichment 
step.

One hundred µL of each sample of inoculated 
milk (for the artificial inoculation study) and raw milk 

(of the naturally contaminated samples’ study) were 
inoculated into tubes containing 4 ml of modified 
Tryptic Soya broth (mTSB, BD) supplemented with 
0.5 μg/mL mitomycin C (Sigma Aldrich, Germany). 
Tubes were incubated aerobically at 37 ºC for 18 h 
with shaking at 160 rpm. The incubated broth was 
centrifuged for 12 min at ~1200 ×g to obtain clear 
supernatants, which were then mixed with the 
supplied extraction buffer (1:2 ratio) in clean test 
tubes. Similar protocol was applied to raw milk 
samples for the natural contamination experiment 
with the selective antibiotics’ enrichment step.

RQV testing procedure
For each sample, a test strip of RQV (R-Biopharm 

AG, Darmstadt, Germany) was aseptically removed 
from the original package and immersed into tubes 
containing mixed supernatant with the extraction 
buffer following the manufacturer’s protocol. 
Immersed strips were kept at room temperature for 
15 min.

Cultural detection of E. coli O157:H7 
This was carried out following detection 

protocol of Solomakos et al. (2009), using SMAC 
supplemented with 0.05 mg/L cefixime and 2.5 mg/L 
potassium tellurite).

Molecular characterization of E. coli O157:H7 
isolates

Colonies of E. coli O157:H7 isolates from 
naturally contaminated raw milk samples were 
selected for molecular detection of eaeA, Stx1 
and Stx2 genes. Two colonies from each positive 
sample were serologically, biochemically identified 
and mixed. These selected colonies were grown 
overnight in Brain Heart Infusion Broth at 37ºC. 
Bacterial DNA was then extracted according to 
DNA Purification Kit (Qiagen) procedure. Multiplex 
PCR was employed to detect previously mentioned 
genes following the method (amplification profile 
was supplied a, table 1) previously described by 
Normanno et al. (2004). Six primers were used in this 
study (eaeA F; GACCCGGCACAAGCATAAGC, 
eaeA R;	CCACCTGCAGCAACAAGAGG, stx1 
F; ATAAATCGCCATTCGTTGACTAC, stx1 

Table 1. Amplified genes and amplification conditions 
Gene Amplicon size Amplification conditions
Eae A 384 - Initial denaturation at 94°C for 10min,

Followed by a 35-cycle protocol as follows:
first 10 cycles
- 1 min denaturation at 94°C
- 2 min annealing at 65°C
- 1.5 min elongation at 72°C; followed by a
touchdown protocol: reduction of annealing 
temperature by 1°C for each cycle till reach 60°C.
- Final 10 min elongation cycle.

Stx 1 180

Stx 2 255
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R;	 AGAACGCCCACTGAGATCATC, stx2 
F; GGCACTGTCTGAAACTGCTCC and stx2 R; 
TCGCCAGTTATCTGACATTCTG). Following 
amplification, PCR products (180 bp for Stx1; 255 for 
Stx2 and 384 for eaeA genes) were electrophoreted 
on 1% agarose gel, stained with 0.5 mg/mL ethidium 
bromide and UV visualized and imaged.

Results and Discussion

Three replicates were carried out in the spiking 
experiment. In order to validate the results, negative 
control strains (E. coli nissle, Mutaflor®; E. coli 
DH5α (Invitrogen) and Salmonella enterica serovar 
Typhimurium SA941256) were used. According to 
the manufacturer’s interpretation guide, three bands 
should appear on each strip. A Blue band serves as 
a control and its absence invalidates the test, while 
a green band indicates the presence of E. coli O157 
antigen, and a red band indicates the presence of 
shiga toxin(s). Bands were considered positive in 
case of developing of the respective color with any 
intensity and a band color score of 1 (faint) to 4 (very 
obvious) was recorded.

Whereas many dairy producers still depend on 
raw milk in manufacturing of many dairy products, 
especially cheese, to impart rich flavor and aroma 
intensities to meet consumer demands, developing of 
a quick, sensitive and reliable method for detection 
of food borne pathogens is considered an urgent 
demand. Among these pathogens, STEC represent 
a major prominent zoonotic hazard, especially since 
dairy cattle are considered the primary reservoir of E. 
coli O157:H7 and thus the main route of its infections 
in human via consumption of contaminated milk, 
meat and their products (Hussein and Sakuma, 
2005). Although detection methods of food-borne 
pathogens in food have been recently improved, 
particularly in aspects of accuracy and results’ 
achievement promptness, STEC detection in food 
is still constituting a problem (Burgos and Beutin, 
2012), especially in case of foods harboring high 
numbers of competing microflora as raw milk.

Artificial spiking study
In this study, RQV was proven very effective 

in the detection of low numbers of E. coli O157:H7 
contaminating milk, especially in case of raw milk 
with low number of microflora or sterilized milk, 
taking into consideration that the selective antibiotic 
enrichment step has been applied. All inoculated 
levels of E. coli O157:H7 (of both reference strains) 
into sterilized milk were successfully detected with 
RQV (Table 2), with bands’ intensities of score 4 

in all inoculation levels. However, when raw milk 
(with aerobic count of 104 CFU/mL) was used, RQV 
could not directly detect low numbers of inoculated 
E. coli O157:H7 (Table 3). Furthermore, the band 
color score was 2 in case of non-enriched spiked 
raw milk with 10 - ≤102 CFU/mL. Although, after 
the selective enrichment step, RQV retained its 
detection’s sensitivity and was able to detect as low 
as 10 CFU/mL with band color intensities of scores 3 
and 4 at inoculation levels of 10 CFU/mL and other 
levels, respectively. From this figure of detection, 
we could infer that milk microflora were found to 
have a negative impact on test’s sensitivity. Although 
we have observed that higher numbers of E. coli 
O157:H7 could be detected in samples even without 
enrichment, the antibiotics selective enrichment step 
(selective enrichment) was found to be a prerequisite 
for sensitive detection of E. coli O157:H7 in raw 
milk. 

While regarding specificity of the RQV kit, none 
of the tested negative control strains (E. coli nissle, 
Mutaflor®; E. coli DH5α (Invitrogen) and Salmonella 
enterica serovar Typhimurium SA941256) was 
detected using RQV. In this regard, a previous 
study has employed RQV in testing of 134 different 
strains including E. coli O157:H7; non-O157 and 
other non E. coli shiga toxin producing strains, and 
RQV demonstrated a great specificity in identifying 
O157 antigen without any false-positive or -negative 
result (Burgos and Beutin, 2012). Depending on 
those results, we could clearly conclude the highest 
comparable sensitivity and specificity of the RQV kit 
in detection of STEC O157 strains.

Burgos and Beutin (2012) tested different 
inoculated counts of STEC O157 strains harboring 

Table 2. Artificially spiked sterilized milk samples’ 
detection profile using RQV

Inoculation level
of E. coli O157:H7§

CFU/mL

Detection 
Sterilized milk

With  selective 
enrichment step

Without selective 
enrichment step

≤10 + +
10 - ≤102 + +
102 - ≤103 + +
103 - ≤104 + +

+   Positive results for both O157 antigen and Stx.
§   Similar results were achieved for both reference strains.

Table 3. Artificially spiked raw milk samples’ detection 
profile using RQV

Mean aerobic plate 
count CFU/mL

Inoculation level
of E. coli O157:H7§

CFU/mL

Detection 
Raw milk

With selective 
enrichment step

Without selective  
enrichment step

5x104

≤10 + -
10 - ≤102 + +
102 - ≤103 + +
103 - ≤104 + +

+   Positive results for both O157 antigen and Stx.
§   Similar results were achieved for both reference strains.
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different stx genes, and they found that RQV kit 
was able to detect as minimum as 10 CFU/25 g 
of inoculated food samples (vegetables), without 
any false positive results, which further affirms the 
sensitivity and the specificity of this kit. However, 
Burgos and Beutin (2012) recommended more tests 
before validation of this kit in detection of STEC in 
different foods. 

Naturally contaminated raw milk survey
In our study, exploiting all associated benefits, 

RQV was used to screen the presence of STEC 
organisms in raw milk samples in order to evaluate the 
ability of this kit in detecting these organisms among 
other competitive microflora. In addition to testing 
with RQV kit, all samples were subjected to the 
reference detection protocol using selective SMAC 
method for comparing the results accordingly.

Using cultural SMAC method, ten samples yielded 
corresponding colonies of E. coli O157:H7 (smooth 
colorless colonies, which were then serologically 
confirmed to react positively to anti O157 serum). 
Same culturally positive samples were also found to 
be contaminated with E. coli O157:H7 using RQV. 
Among them, seven were found to be positive for 
O157 antigen and three were positive for both O157 
antigen and shiga toxin(s). While regarding band 
color intensities, it was noticed that the two samples 
which were positive for both O157 antigen and shiga 
toxin(s) (green and red bands), have color intensities 
of both bands of scores 3 and 4, respectively. Other 
positive samples varied in their band color intensities’ 
scores from 2 to 4.

Interestingly, this matching of results between 
the two methods (cultural and RQV) certainly 
revealed the adequacy of using the new method as 
an equivalent protocol. Additionally, a major benefit 
of RQV is the simultaneous differentiation between 
STEC O157 and other STEC strains. Moreover, 
molecular characterization of E. coli O157:H7 
isolates has yielded interesting results, whereas 
eaeA, stx1 and stx2 genes were detected in strains 
isolated from the same raw milk samples, which 
were confirmed with RQV to have O157 antigen and 

produce shiga toxin (two samples contained stx2, one 
contained stx1 and all the three samples contained 
eaeA genes). Furthermore, other samples that did not 
found to produce shiga toxin (using RQV) were also 
molecularly found to carry neither stx1 nor stx2 genes 
(Figure 1). However, eaeA gene could be detected 
in six isolates among the rest seven samples. Only 
one sample was found to not harboring any of these 
virulent genes. 

Epidemiologically, reports regarding STEC 
prevalence in Egypt are, unfortunately, scarce, so 
we were unable to have a reasonable comparison. 
However, in a previous survey concerning the 
prevalence of E. coli O157:H7 using cultural 
method, it was found that 3 out of 50 examined 
Egyptian raw milk samples were contaminated with 
E. coli O157:H7 (Abdul-Raouf et al., 1996), which 
nearly corresponded with our detection incidence 
percentage. In another study (Arimi et al., 2005), 
264 samples of raw milk sold in Kenya (a developing 
country with environment similar to Egypt) were 
surveyed for the presence of STEC and only 2 
isolates of E. coli O157:H7 could be detected using 
cultural and serological identification method and 
only one isolate was confirmed by PCR to harbor stx 
gene. Worldwide reports regarding E. coli O157:H7 
in raw milk are numerous. Lately, New Zealand raw 
milk samples were analyzed for the presence of food-
borne pathogens including STEC O157:H7 using 
cultural methods and E. coli O157:H7 was found 
in 1% of samples, although all of the isolates were 
missing toxin genes; stx1 and stx2 (Hill et al., 2012). 
In another survey, E. coli O157:H7 was isolated from 
21 out of 950 examined raw cow’s milk samples, and 
7 among the isolated E. coli were shiga toxin positive 
(Solomakos et al., 2009).

Succinctly, taking into consideration the 
promising results achieved in this study and in Burgos 
and Beutin (2012) findings, RQV seems to offer an 
adequate alternative to the cultural reference method 
for detection of STEC in raw milk. Practically, 
especially in developing countries, application of 
this method may contribute to the improvement of 
product safety via detection of contaminated raw 
milk and thus preventing its use, as this method 
provides quick, cost effective and reliable approach 
for detecting Shiga toxin producing Escherichia 
coli in raw milk especially whereas well-equipped 
laboratories are considered unavailable. However, in 
order to formally validate this method in microbial 
food analysis, more comprehensive tests on different 
STEC strains (as non O157 STEC), cells’ conditions 
(as VBNC) and food systems are required.

Figure 1. Molecular characterization of Escherichia coli 
O157:H7 isolates of naturally contaminated raw milk 

samples for the presence of eaeA, Stx1 and Stx2
M, 100 bp DNA ladder; lanes 1-10, E. coli O157:H7 isolates. 



Kamal et al./IFRJ 21(3): 929-934 933

Acknowledgment

Authors would like to express great thanks to 
Dr. Lothar Beutin, at National Reference Laboratory 
for Escherichia coli, at the Federal Institute for Risk 
Assessment, Germany for his invaluable advices.

References

Abdul-Raouf, U.M., Ammar, M.S. and Beuchat, L.R. 
1996. Isolation of Escherichia coli O157:H7 from 
some Egyptian foods. International Journal of Food 
Microbiology 29: 423-426.

Arimi, S.M., Koroti, E., Kang’ethe, E.K., Omore, A.O. and 
McDermott, J.J. 2005. Risk of infection with Brucella 
abortus and Escherichia coli O157:H7 associated 
with marketing of unpasteurized milk in Kenya. Acta 
Tropica 96: 1-8.

Burgos, Y. and Beutin, L. 2012. Evaluation of an Immuno-
Chromatographic Detection System for Shiga Toxins 
and the E. coli O157 Antigen. In: Abuelzein E (ed) 
Trends in Immunolabelled and Related Techniques 
InTech, pp 29-40. 

Caprioli, A., Morabito, S., Brugere, H. and Oswald, E. 
2005. Enterohaemorrhagic Escherichia coli: emerging 
issues on virulence and modes of transmission. 
Veterinary Research 36: 289-311.

Cieslak, P.R., Noble, S.J., Maxson, D.J., Empey, L.C., 
Ravenholt, O., Legarza, G., Tuttle, J., Doyle, M.P., 
Barrett, T.J., Wells, J.G., McNamara, A.M. and Griffin, 
P.M. 1997. Hamburger-associated Escherichia coli 
O157:H7 infection in Las Vegas: a hidden epidemic. 
American Journal of Public Health 87: 176-180.

Demeke, T. and Jenkins, G.R. 2010. Influence of DNA 
extraction methods, PCR inhibitors and quantification 
methods on real-time PCR assay of biotechnology-
derived traits. Analytical and Bioanalytical Chemistry 
396: 1977-1990.

Denny, J., Bhat, M. and Eckmann, K. 2008. Outbreak of 
Escherichia coli O157:H7 associated with raw milk 
consumption in the Pacific Northwest. Foodborne 
Pathogens and Disease 5: 321-328.

Derzelle, S., Grine, A., Madic, J., de Garam, C.P., 
Vingadassalon, N., Dilasser, F., Jamet, E. and Auvray, 
F. 2011. A quantitative PCR assay for the detection and 
quantification of Shiga toxin-producing Escherichia 
coli (STEC) in minced beef and dairy products. 
International Journal of Food Microbiology 151: 44-
51.

Erickson, M.C. and Doyle, M.P. 2007. Food as a vehicle 
for transmission of Shiga toxin-producing Escherichia 
coli. Journal of Food Protection 70: 2426-2449.

Espie, E., Vaillant, V., Mariani-Kurkdjian, P., Grimont, F., 
Martin-Schaller, R., De Valk, H. and Vernozy-Rozand, 
C. 2006. Escherichia coli O157 outbreak associated 
with fresh unpasteurized goats’ cheese. Epidemiology 
and Infection 134: 143-146.

Freitas, R., Nero, L.A. and Carvalho, A.F. 2009. Technical 
note: enumeration of mesophilic aerobes in milk: 

evaluation of standard official protocols and Petrifilm 
aerobic count plates. Journal of Dairy Science 92: 
3069-3073.

Fremaux, B., Prigent-Combaret, C. and Vernozy-Rozand, 
C. 2008. Long-term survival of Shiga toxin-producing 
Escherichia coli in cattle effluents and environment: 
an updated review. Veterinary Microbiology 132: 
1-18.

Hill, B., Smythe, B., Lindsay, D. and Shepherd, J. 
2012. Microbiology of raw milk in New Zealand. 
International Journal of Food Microbiology 157: 305-
308.

Hussein, H.S. and Sakuma, T. 2005. Prevalence of shiga 
toxin-producing Escherichia coli in dairy cattle and 
their products. Journal of Dairy Science 88:450-465.

Jayarao, B.M., Donaldson, S.C., Straley, B.A., Sawant, 
A.A., Hegde, N.V. and Brown, J.L. 2006. A survey of 
foodborne pathogens in bulk tank milk and raw milk 
consumption among farm families in pennsylvania. 
Journal of Dairy Science 89: 2451-2458.

Johnson, K.E., Thorpe, C.M. and Sears, C.L. 2006. The 
emerging clinical importance of non-O157 Shiga 
toxin-producing Escherichia coli. Clinical Infectious 
Diseases 43:1587-1595.

Liu, Y., Gilchrist, A., Zhang, J. and Li, X.F. 2008. Detection 
of viable but nonculturable Escherichia coli O157:H7 
bacteria in drinking water and river water. Applied and 
Environmental Microbiology 74: 1502-1507.

Martin, A. and Beutin, L. 2011. Characteristics of Shiga 
toxin-producing Escherichia coli from meat and milk 
products of different origins and association with food 
producing animals as main contamination sources. 
International Journal of Food Microbiology 146: 99-
104.

Mathusa, E.C., Chen, Y., Enache, E. and Hontz, L. 2010. 
Non-O157 Shiga toxin-producing Escherichia coli in 
foods. Journal of Food Protection 73: 1721-1736.

Nataro, J.P. and Kaper, J.B. 1998. Diarrheagenic 
Escherichia coli. Clinical Microbiology Review 11: 
142-201.

Nielsen, E.M. and Andersen, M.T. 2003. Detection 
and characterization of verocytotoxin-producing 
Escherichia coli by automated 5’ nuclease PCR assay. 
Journal of Clinical Microbiology 41: 2884-2893.

Normanno, G., Parisi, A., Dambrosio, A., Quaglia, N.C., 
Montagna, D., Chiocco, D. and Celano, G.V. 2004. 
Typing of Escherichia coli O157 strains isolated from 
fresh sausage. Food Microbiology 21: 79-82.

Oses, S.M., Rantsiou, K., Cocolin, L., Jaime, I. and Rovira, 
J. 2010. Prevalence and quantification of Shiga-toxin 
producing Escherichia coli along the lamb food chain 
by quantitative PCR. International Journal of Food 
Microbiology 1: 163-169.

Paton, A.W. and Paton, J.C. 1998. Detection and 
characterization of Shiga toxigenic Escherichia 
coli by using multiplex PCR assays for stx1, stx2, 
eaeA, enterohemorrhagic E. coli hlyA, rfbO111, and 
rfbO157. Journal of Clinical Microbiology 36: 598-
602.

Rey, J., Sanchez, S., Blanco, J.E., Hermoso de Mendoza, 



934 Kamal et al./IFRJ 21(3): 929-934

J., Hermoso de Mendoza, M., Garcia, A., Gil, 
C., Tejero, N., Rubio, R. and Alonso, J.M. 2006. 
Prevalence, serotypes and virulence genes of Shiga 
toxin-producing Escherichia coli isolated from ovine 
and caprine milk and other dairy products in Spain. 
International Journal of Food Microbiology 107: 212-
217.

Solomakos, N., Govaris, A., Angelidis, A.S., Pournaras, 
S., Burriel, A.R., Kritas, S.K. and Papageorgiou, D.K. 
2009. Occurrence, virulence genes and antibiotic 
resistance of Escherichia coli O157 isolated from 
raw bovine, caprine and ovine milk in Greece. Food 
Microbiology 26: 865-871.

Vogt, R.L. and Dippold, L. 2005. Escherichia coli O157:H7 
outbreak associated with consumption of ground beef, 
June-July 2002. Public Health Reports 120: 174-178.


